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10 
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FILE 
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for 
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Version 
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24 
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TYPE: 
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atg 


agt 
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gta 
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aat 


ggt 


tgg 


tat 


ggc 


48 
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Pro 
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310 










315 










320 
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att 
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ggt 
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aaa 


tat 


aaa 


1008 
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He 
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335 
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Val 
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Ser 
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Ser 
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Ser 
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118 








340 










345 










350 








120 


atg 


gaa 


aag 


get 


ggt 


tac 


aaa 


aat 


ctg 


cca 


tta 


ctt 


gac 


ttt 
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gtc 
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Glu 


Lys 


Ala 
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Lys 


Asn 


Leu 


Pro 


Leu 


Leu 


Asp 


Phe 


Arg 


Val 
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360 










365 
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cat 
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Ser 


He 


Ser 
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Met 
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385 








390 
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cag 
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aat 
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get 


tgg 


act 


ggc 


ggg 


tta 


tat 


ggc 


tct 


1248 


133 
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Gin 


Tyr Tyr 


Val 


Asn 


Pro 


Ala 


Trp 


Thr 


Gly Gly Leu 


Tyr 


Gly 


Ser 




134 








405 










410 










415 






136 


CCt 


aca 


tta gca 


ggg 


tec 


agg 


cct 


ggt 


get 


att 


gtc 


gta 


ggt 


tgt 


tgg 


1296 


137 


Pro 


Thr 


Leu Ala Gly Ser 


Arg 


Pro Gly Ala 


He 


Val 


Val 


Gly 


Cys 


Trp 




138 






420 










425 










430 








140 


gee 


act 


atg gtc 


aac 


atg 


ggt 


gaa 


aat 


ggg 


tac 


att 


gag 


teg 


tgc 


caa 


1344 


141 


Ala 


Thr 


Met Val 


Asn 


Met 


Gly Glu Asn Gly 


Tyr 


He 


Glu 


Ser 


Cys 


Gin 




142 






435 








440 










445 










144 


gaa 


ata 


gtc ggt 


gca 


gca 


atg 


aag 


ttt aaa 


aaa 


tac 


ate 


cag 


gaa 


aac 


1392 


145 


Glu 


He 


Val Gly Ala Ala 


Met 


Lys 


Phe 


Lys 


Lys 


Tyr 


He 


Gin 


Glu 


Asn 




146 




450 








455 










460 












148 


att 


cca 


gac ctg 


aat ata 


atg 


ggc 


aac 


cct 


aga 


tat 


tea 


gtc 


att 


tea 


1440 


149 


He 


Pro 


Asp Leu 


Asn 


He 


Met Gly Asn 


Pro 


Arg Tyr 


Ser 


Val 


He 


Ser 




150 


465 








470 










475 










480 




152 


ttt 


tct 


tea aag 


acc 


ttg 


aac 


ata 


cac 


gaa 


eta 


tct 


gac 


•agg 


ttg 


tec 


1488 


153 


Phe 


Ser 


Ser Lys 


Thr 


Leu 


Asn 


He 


His 


Glu 


Leu 


Ser 


Asp 


Arg 


Leu 


Ser 




154 








485 










490 










495 
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aag 


aaa 


ggc tgg 


cat 


ttc 


aat 
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eta 


caa 


aag 


ccg 


gtt 


gca 


eta 


cac 


1536 
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Lys 


Lys 


Gly Trp 


His 


Phe 


Asn 


Ala 


Leu 


Gin 


Lys 


Pro 


Val 


Ala 


Leu 


His 




158 






500 
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510 








160 


atg 


gcc 


ttc acg 


aga 


ttg 


age 


get 


cat 


gtt 


gtg 


gat 


gag 


ate 


tgc 


gac 
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Met 


Ala 


Phe Thr 


Arg 


Leu 


Ser 


Ala 


His 


Val 


Val 
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Glu 


He 
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Asp 
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515 








520 
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att 


tta 


cgt act 
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gtg 
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age 


gaa 


tea 


aat 


tct 
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He 
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Thr 


Val 
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Glu 


Leu 


Lys 


Ser 
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Ser 
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Ser 


Lys 
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